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Pan
Pan et al., 1996; Pan et al., 1997 1986~1995
(Vibrio
parahaemolyicus) (Staphylococcus aureus)

Bacillus cereus

Salmonella sp.

Salmonellosis Salm. typhimurium, Saln. typhi Salnm.
enteritidis Pan et al., 1996,1997

Salm. typhimurium, Salm. enteritidis

pre-culture
Selective medium culture Biotype test
5-7
61%~71% 1996 1999

Chiou et al ., 2000 1

Meng & Doyle, 1997

pre-culture
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selective culture Biotype
serotype DNA
PCR ; PCR fingerprinting Beyer et al., 1998
multiplex-PCR DNA Marx et al.,1999 PCR-RFLP Samadpour, 1995

RAPD Czajka & Batt, 1994; Wong et al., 1999b  gene-specific probe

hybridization Modrusan et al., 2000 ribotyping Wongetal.,1999a

PCR PCR

Himelbloom, 1998

21

DNA ; DNA
(Talaat et al.,
2000) DNA pattern

pattern

(Debouck & Goodfellow 1999; Wilson et al., 1999; de
Saizieu et al., 2000; Talaat et al., 2000)

23S rDNA  16S rDNA  DNA
Genus species DNA

Anthony et al. (2000) Bacteremia
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